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4 <110> APPLICANT: Fox, Brian A. 

5 Gao, Zeren 

6 Shoemaker, Kimberly E. 

8 <120> TITLE OF INVENTION: NEUROPILIN HOMOLOG ZCUB5 
10 <130> FILE REFERENCE: 00-62 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/003 , 132 
C--> 12 <141> CURRENT FILING DATE: 2001-11-15 

12 <150> PRIOR APPLICATION NUMBER: US 60/249,004 

13 <151> PRIOR FILING DATE: 2000-11-15 
15 <160> NUMBER OF SEQ ID NOS : 19 

17 <170> SOFTWARE: FastSEQ for Windows Version 3.0 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 3151 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Homo sapiens 

24 <220> FEATURE: 

25 <221> NAME/KEY: CDS 

26 <222> LOCATION: (76) . . . (-2223 ) 

28 <400> SEQUENCE: 1 

29 gcccggcccg ggcagctgcg gctcgggatc cgtcgagggg aggccgagct tgccaagctg 60 

30 gcgcccagcg gggtc atg gtg ccc ggc gcc cgc ggc ggc ggc gca ctg gcg 111 

31 Met Val Pro Gly Ala Arg Gly Gly Gly Ala Leu Ala 
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210 705 710 715 

212 acacaatgtg aaagaagect gctgtggtac tgagegtegg gctgtcacaa ggcactggaa 2283 

213 gaagggagee tgctggtcca gagtgtgcgt gtgtatcgaa ctgaaagcat ttttaacatt 2343 

214 cttctcctgg aagaaatgaa ttacttgaag catgaaaagc acaccagggt ggttgtttat 2403 

215 ttagcaatta tgactgtaga tttaaaaaca agcaaagaaa caacacctca gcagctgccc 2463 

216 gtttccttag tctccacttc agagggggat gcgaagaggt cggcccagct ccggtgacca 2523 

217 tgaaggtggc acaggaatta cagtgtgaat ggctgtgtca gatgttttcg tacctcagat 2583 

218 taaaaatatt gctgaggtca gacgccacaa ttttcatgac tttcttcaga agtagcacat 2643 

219 tttcgtgact tccgctgtcc tctgaaaaac aaagttattt ggaacatgtt catgeaaaag 2703 

220 tgattctgac caagtctaaa tcgagctttt ctactgacat gaaactgttg gaaactgatc 2763 

221 tcattttata agaaatgatt ttcccctcaa ggaggegtet gtaattccag aacagtccag 2823 

222 acatcagctg tacctcatgc tcagtagttt ttatttgagt ttcttttgtg agttaactat 2883 

223 gggagattta acctcttttg ccaaagaggg aagtgtgtgt gtttttttaa tagaaaatat 294 3 

224 ggaccaaaaa tttttttccc tgaagaatgt attataaccc tatttgtgtg gttattacat 3003 

225 cctgtgaaat gtatatatgt taaaataatg ggggtgctgg aaggtcatgg cagactagct 3063 

226 gctggttagt gtggagggga agtggtttac tttgtagagt ttacatggtt ttatgegcac 3123 

227 actaattgta ataaactatg ccaaacca 3151 

229 <210> SEQ ID NO: 2 

230 <211> LENGTH: 715 

231 <212> TYPE: PRT 

232 <213> ORGANISM: Homo sapiens 
234 <400> SEQUENCE: 2 
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He 


Glu 


Ser 


Gin 


Thr 


Cys 


Ala 


Ser 


246 










85 










90 










95 




247 


Asp 


Tyr 


Leu 


Leu 


Phe 


Thr 


Ser 


Ser 


Ser 


Asp 


Gin 


Tyr 


Gly 


Pro 


Tyr 


Cys 


248 








100 










105 










110 






249 


Gly 


Ser 


Met 


Thr 


Val 


Pro 


Lys 


Glu 


Leu 


Leu 


Leu 


Asn 


Thr 


Ser 


Glu 


Val 


250 






115 










120 










125 








251 


Thr 


Val 


Arg 


Phe 


Glu 


Ser 


Gly 


Ser 


His 


He 


Ser 


Gly 


Arg 


Gly 


Phe 


Leu 


252 




130 










135 










140 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/003 f 132 



DATE: 12/12/2001 
TIME: 14:26:53 



Input Set : A:\00-62.txt 

Output Set: N:\CRF3\12112001\I003132.raw 



253 


Leu 


Thr 


Tyr 


Ala 


Ser 


Ser 


Asp 


His 


Pro 


Asp 


Leu 


He 


Thr 


Cys 


Leu 


Glu 


254 


145 










150 










155 










160 


255 


Arg 


Ala 


Ser 


His 


Tyr 


Leu 


Lys 


Thr 


Glu 


Tyr 


Ser 


Lys 


Phe 


Cys 


Pro 


Ala 


256 










165 










170 










175 




257 


Gly Cys 


Arg 


Asp 


Val 


Ala 


Gly Asp 


He 


Ser Gly 


Asn 


Met 


Val 


Asp Gly 


258 








180 










185 










190 






259 


Tyr Arg 


Asp 


Thr 


Ser 


Leu 


Leu 


Cys 


Lys 


Ala 


Ala 


He 


His 


Ala Gly 


He 


260 






195 










200 










205 








261 


lie 


Ala 


Asp 


Glu 


Leu 


Gly 


Gly Gin 


He 


Ser 


Val 


Leu 


Gin 


Arg 


Lys 


Gly 


262 




210 










215 










220 










263 


He 


Ser 


Arg 


Tyr 


Glu 


Gly 


He 


Leu 


Ala 


Asn 


Gly 


Val 


Leu 


Ser 


Arg 


Asp 


264 


225 










230 










235 










240 


265 


Gly Ser Leu 


Ser 


Asp 


Lys 


Arg 


Phe 


Leu 


Phe 


Thr 


Ser 


Asn 


Gly 


Cys 


Ser 


266 










245 










250 










255 




267 


Arg 


Ser 


Leu 


Ser 


Phe 


Glu 


Pro 


Asp 


Gly 


Gin 


He 


Arg Ala 


Ser 


Ser 


Ser 


268 








260 










265 










270 






269 


Trp 


Gin 


Ser 


Val 


Asn 


Glu 


Ser 


Gly 


Asp 


Gin 


Val 


His 


Trp 


Ser 


Pro 


Gly 


270 






275 










280 










285 








271 


Gin 


Ala 


Arg 


Leu 


Gin 


Asp 


Gin Gly 


Pro 


Ser 


Trp 


Ala 


Ser Gly Asp 


Ser 


272 




290 










295 










300 










273 


Ser 


Asn 


Asn 


His 


Lys 


Pro 


Arg 


Glu 


Trp 


Leu 


Glu 


He 


Asp 


Leu 


Gly Glu 


274 


305 










310 










315 










320 


275 


Lys 


Lys 


Lys 


He 


Thr 


Gly 


He 


Arg 


Thr 


Thr 


Gly 


Ser 


Thr 


Gin 


Ser 


Asn 


276 










325 










330 










335 




277 


Phe 


Asn 


Phe 


Tyr 


Val 


Lys 


Ser 


Phe 


Val 


Met 


Asn 


Phe 


Lys 


Asn 


Asn 


Asn 


278 








340 










345 










350 






279 


Ser 


Lys 


Trp 


Lys 


Thr 


Tyr 


Lys 


Gly 


He 


Val 


Asn 


Asn 


Glu 


Glu 


Lys 


Val 


280 






355 










3 60 










365 








281 


Phe 


Gin 


Gly 


Asn 


Ser 


Asn 


Phe 


Arg 


Asp 


Pro 


Val 


Gin 


Asn 


Asn 


Phe 


He 


282 




370 










375 










380 










283 


Pro 


Pro 


He 


Val 


Ala 


Arg 


Tyr Val 


Arg 


Val 


Val 


Pro 


Gin 


Thr 


Trp 


His 


284 


385 










390 










395 










400 


285 


Gin 


Arg 


He 


Ala 


Leu 


Lys 


Val 


Glu 


Leu 


He 


Gly 


Cys 


Gin 


He 


Thr 


Gin 


286 










405 










410 










415 




287 


Gly Asn Asp 


Ser 


Leu 


Val 


Trp 


Arg 


Lys 


Thr 


Ser 


Gin 


Ser 


Thr 


Ser 


Val 


288 








420 










425 










430 






289 


Ser 


Thr 


Lys 


Lys 


Glu 


Asp 


Glu 


Thr 


He 


Thr 


Arg 


Pro 


He 


Pro 


Ser 


Glu 


290 






435 










440 










445 








291 


Glu 


Thr 


Ser 


Thr 


Gly 


He 


Asn 


He 


Thr 


Thr 


Val 


Ala 


He 


Pro 


Leu 


Val 


292 




450 










455 










460 










293 


Leu 


Leu 


Val 


Val 


Leu 


Val 


Phe 


Ala 


Gly 


Met 


Gly 


He 


Phe 


Ala 


Ala 


Phe 


294 


465 










470 










475 










480 


295 


Arg 


Lys 


Lys 


Lys 


Lys 


Lys 


Gly 


Ser 


Pro 


Tyr Gly 


Ser 


Ala 


Glu 


Ala 


Gin 


296 










485 










490 










495 




297 


Lys 


Thr 


Asp 


Cys 


Trp 


Lys 


Gin 


He 


Lys 


Tyr 


Pro 


Phe 


Ala 


Arg 


His 


Gin 


298 








500 










505 










510 






300 


Ser 


Ala 


Glu 


Phe 


Thr 


He 


Ser 


Tyr 


Asp 


Asn 


Glu 


Lys 


Glu 


Met 


Thr 


Gin 


301 






515 










520 










525 








302 


Lys 


Leu 


Asp 


Leu 


He 


Thr 


Ser 


Asp 


Met 


Ala 


Asp 


Tyr 


Gin 


Gin 


Pro 


Leu 
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VERIFICATION SUMMARY DATE: 12/12/2001 

PATENT APPLICATION: US/10/003 f 132 TIME: 14:26:54 



Input Set : A:\00-62.txt 

Output Set: N:\CRF3\12112001\I003132.raw 

L:12 M:270 C: Current Application Number differs, Replaced Current Application No 
L:12 M:271 C: Current Filing Date differs. Replaced Current Filing Date 
L:921 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 
L:923 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 
L:925 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 
L:973 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 



L 


:975 M:341 W: 


(46) 


"n" 


or ' 


Xaa" 


used, 


for SEQ ID#: 


9 


L 


:1047 


M 


.341 


W 


: (46) 


"n" 


or 


" Xaa " 


used, 


for 


SEQ 


ID# 


: 10 


L 


:1049 


M 


•341 


w 


: (46) 


"n" 


or 


" Xaa " 


used, 


for 


SEQ 


ID# 


: 10 


L 


:1051 


M 


341 


w 


: (46) 


" n " 


or 


" Xaa " 


used, 


for 


SEQ 


ID# 


: 10 


L 


:1091 


M 


:341 


w 


: (46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 11 


L 


:1093 


M 


:341 


w 


: (46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 11 


L 


:1109 


M 


341 


w 


: (46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1110 


M 


341 


w 


: (46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1111 


M:341 


w 


: (46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1112 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1113 


M 


.341 


w 


(46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1114 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1115 


M 


341 


w 


(46) 


"n" 


or 


"Xaa " 


used, 


for 


SEQ 


ID# 


: 12 


L 


1116 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1117 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1118 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1119 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L 


1120 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1121 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1122 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1123 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1124 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1125 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1126 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1127 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L 


1128 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L 


1129 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L 


1130 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L 


1131 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L 


1132 


M 


341 


w 


(46) 


"n" 


or 


"Xaa " 


used, 


for 


SEQ 


ID# 


:12 


L 


1133 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L: 


1134 


M 


341 


w 


(46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L: 


1135 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 12 


L : 


1136 


M 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L : 


1137 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L: 


1138 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L: 


1139 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L: 


1140 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L: 


1141 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L : 


1142 


M: 


341 


w 


(46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L : 


1143 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 


L: 


1144 


M: 


341 


w 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:12 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/003,132 



DATE: 12/12/2001 
TIME: 14:26:54 



Input Set : A:\00-62.txt 

Output Set: N:\CRF3\12112001\I003132.raw 



L:1159 M:341 W 
L:1160 M:341 W 
L:1161 M:341 W 
L:li62 M:341 W 



(46) "n" or "Xaa" used, for SEQ ID#:13 

(46) "n" or "Xaa" used, for SEQ ID#:13 

(46) "n" or "Xaa" used, for SEQ ID#:13 

(46) "n" or "Xaa" used, for SEQ ID#:13 
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